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DETAILED ACTION 

Claim Rejections - 35 USC §§ 101/112, First Paragraph 

35 U.S.C. 101 reads as follows: 

Whoever invents or discovers any new and useful process, machine, manufacture, or composition of matter, or 
any new and useful improvement thereof, may obtain a patent therefor, subject to the conditions and 
requirements of this title. 

The following is a quotation of the first paragraph of 35 U.S.C. 1 12: 

The specification shall contain a written description of the invention, and of the manner and process of making 
and using it, in such full, clear, concise, and exact terms as to enable any person skilled in the art to which it 
pertains, or with which it is most nearly connected, to make and use the same and shall set forth the best mode 
contemplated by the inventor of carrying out his invention. 

Claims 1-20 are rejected under 35 U.S.C. 101 because the claimed invention is not 
supported by either a specific and substantial asserted utility or a well established utility. 

The claims are drawn as narrowly to a nucleic acid con5)rising SEQ ID NO: 75 or as 
broadly to a nucleic acid at least 80% identical to a nucleic acid encoding an extracellular 
domain of SEQ ID NO: 76. The specification asserts a number of utihties for the encoding 
nucleic acid, however, these utDities are not specific and substantial or well established. The 
encoding nucleic acid cannot derive a utility fi-om the encoded polypeptide because there is 
neither a known physiological or clinical significance of the polypeptide, and the prior art does 
not support a very close structural relationship to a well described (structurally and functionally) 
family of known proteins. 

An asserted utility is in drug screening and rational drug design (Examples 12 and 13, 
respectively). The method involves screening for "agents which can affect a PRO polypeptide- 
associated disease or disorder" (p. 135, 1[[0507]). No disease or disorder is known to be 
associated with the claimed polypeptide or encoding nucleic acid. The use of a nucleic acid in an 
array for screening is only useful in the sense that the information that is gained from the array is 
dependent on the pattern derived from the array, and says nothing with regard to each individual 
member of the array. This is a utility which would apply to virtually ever member of a general 
class of materials, such as any collection of proteins or DNAs. Even if the expression of the 
claimed nucleic acid is affected by a test conq)ound in an array for drug screening, the 
specification does not disclose any specific and substantial interpretation for the result, and none 
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is known in the art. Given this consideration, the individually claimed nucleic acid has no "well- 
established" use. The artisan is required to perform further experimentation on the claimed 
material itself in order to determine to what use any expression information regarding this 
nucleic acid could be put. 

The need to know expression levels instead of relying on vague terms such as "more 
highly expressed" is illustrated in the following research article: Hu et al. (2003, Journal of 
Proteome Research 2:405-412) analyzed 2286 genes that showed a greater than 1-fold difference 
in mean expression level between breast cancer samples and normal samples in a micoarray (p. 
408, middle of right column). Hu et al. discovered that, for genes displaying a 5-fold change or 
less in tumors compared to normal, there was no evidence of a correlation between altered gene 
expression and a known role in the disease. However, among genes with a 10-fold or more 
change in expression level, there was a strong and significant correlation between expression 
level and a published role in the disease (see discussion section). 

Another possible utility comes from the finding that the encoding polynucleotide is 
"more highly expressed" in esophageal tumors as compared to normal esophagus tissue 
(Example 18, p. 142). There is no guidance on how to use this information. No levels (relative 
or absolute) are disclosed. This information is too sparse to allow the encoding polynucleotide to 
be used as a diagnostic marker for esophageal tumors. It is not disclosed what type(s) of 
esophageal tumor was analyzed. It is not clear if the finding can be generalized to all tumors 
from that tissue type. The skilled artisan trying to use the results for diagnostic piuposes would 
not know if the results were significant or under what conditions a difference in expression could 
be detected. It is not clear, for exaiiq)le, if overexpression occurred in 1/10 or 10/10 esophageal 
tumors in pooled sample of 10, with the possibility that extremely high levels from one 
esophageal tumor made levels in a pooled sample detectable even though the other nine 
esophageal tumors in the pool had normal levels. Without more specifics about necessary 
sample size, expression level range for normal and tumor tissues, and other factors, the 
specification has not provided the invention in a form readily usable by the skilled such that 
significant further experimentation is unnecessary. Because it is not known if the nucleic acid is 
involved in causing (or suppressing) the tumor, the skilled artisan could not use it therapeutically 
as target for treatment of a tumor. It is noted that even if the nucleic acid had utility as a tumor 
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marker, the encoded polypeptide would have no such utility since there is no reason to suspect 
that there is alteration of polypeptide sequence or amount in esophageal tumor versus normal 
tissue. 

For these reasons, there is no substantial and specific utility for the nucleic acid of SEQ 
IDNO:75. 

Claims 1-20 are also rejected under 35 U.S. C. 112, first paragraph. Specifically, since the 
claimed invention is not supported by either a specific and substantial asserted utility or a well 
estabUshed utility for the reasons set forth above, one skilled in the art clearly would not know 
how to use the claimed invention. 

The specification does not provide sufficient guidance or working exan^les to be able to 
use the nucleic acid diagnostically or therapeutically, for example in association with esophageal 
tumors, to be able to use the claimed invention without undue experimentation. It would require 
significant further e3q)erimentation to be able to use the claimed nucleic acid also because no 
definite function has been determined for the encoded protein and there is no definite function 
supported by the prior art. 

Claims 1-6, 9, 10 and 14-20 are rejected under 35 U.S.C. 1 12, first paragraph, as 
containing subject matter which was not described in the specification in such a way as to 
reasonably convey to one skilled in the relevant art that the inventor(s), at the time the 
application was filed, had possession of the claimed invention. 

The claims are drawn to nucleic acids having at least 80%, 85%, 90%, 95% or 99% 
sequence identity with a particular disclosed sequence or which hybridizes to a disclosed 
sequence. The claims do not require that the nucleic acid or encoded polypeptide possess any 
particular biological activity, nor any particular conserved structure, or other disclosed 
distinguishing feature. Thus, the claims are drawn to a genus of nucleic acids that is defined 
only by sequence identity. 

To provide adequate written description and evidence of possession of a claimed genus, 
the specification must provide sufficient distinguishing identifying characteristics of the genus. 
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The factors to be considered include disclosure of compete or partial structure, physical and/or 
chemical properties, functional characteristics, structure/function correlation, methods of making 
the claimed product, or any combination thereof In this case, the only factor present in the claim 
is a partial structure in the form of a recitation of percent identity. There is not even 
identification of any particular portion of the structure that must be conserved. Accordingly, in 
the absence of sufficient recitation of distinguishing identifying characteristics, the specification 
does not provide adequate written description of the claimed genus. Which nucleic acids of the 
genus comprising the required sequence are part of the invention has not been set forth. 

VaS'Cath Inc. v. Mahurkar, 19USPQ2d 1111, clearly states "applicant must convey with 
reasonable clarity to those skilled in the art that, as of the filing date sought, he or she was in 
possession of the invention. The invention is, for purposes of the 'written description' inquiry, 
whatever is now claimed.'' (See page 1117.) The specification does not "clearly allow persons of 
ordinary skill in the art to recognize that [he or she] invented what is claimed " (See Vas-Cath at 
page 1116). As discussed above, the skilled artisan cannot envision the detailed chemical 
structure of the encompassed genus of polypeptides, and therefore conception is not achieved 
until reduction to practice has occurred, regardless of the con5)lexity or simplicity of the method 
of isolation. Adequate written description requires more than a mere statement that it is part of 
the invention and reference to a potential method of isolating it. The compound itself is required. 
See Fiers v. Revel, 25 USPQ2d 1601 at 1606 (CAFC 1993) and Amgen Inc, v. Chugai 
Pharmaceutical Co. Ltd., 18 USPQ2d 1016. 

One cannot describe what one has not conceived. See Fiddes v. Bairdy 30 USPQ2d 1481 
at 1483. In Fiddes, claims directed to mammalian FGF's were found to be unpatentable due to 
lack of written description for that broad class. The specification provided only the bovine 
sequence. 

Therefore, only isolated nucleic acid comprising the sequence set forth in SEQ ID NO: 
75 (or the full-length coding sequence of the cDNA deposited under ATCC 2033 17) or the 
extracellular domain thereof, or encoding the polypeptide of SEQ ID NO: 76 or the extracellular 
domain thereof, any with our without its signal sequence, but not the full breadth of the claim 
meets the written description provision of 35 U.S.C. § 1 12, first paragraph. Applicant is 
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reminded that Vas-Cath makes clear that the written description provision of 35 U.S.C. § 1 12 is 
severable from its enablement provision (see page 1115). 

Claim Rejections - 35 USC§ 112, Second Paragraph 
The following is a quotation of the second paragraph of 35 U.S.C. 1 12: 

The specification shall conclude with one or more claims particularly pointing out and distinctly claiming the 
subject matter which the applicant regards as his invention. 

Claims 14, 15 and dependent claim 16 are rejected under 35 U.S.C. 1 12, second 
paragraph, as being indefinite for failing to particularly point out and distinctly claim the subject 
matter which applicant regards as the invention. 

Claims 14 and 15 and dependent claim 16 are also indefinite because the metes and 
bounds of the claims are not clear. There are no conditions of stringency discussed in claims 14 
or 15. It is not clear for claim 14 if non-specific hybridization is included in which structural 
relatedness is of little consequence. Further, while the skilled artisan understands the general 
concept of hybridization under "stringent conditions", what specific conditions are intended by 
the use of the term "stringent" in claim 15 is unknown. The specification discusses stringent 
conditions through examples without providing a limiting definition (see ^[0227]). What 
conditions of stringency are used in any particular situation are determined by the specificity of 
hybridization desired by the practitioner. In this case, the desired specificity is unknown. If 
there is a structural relatedness (Umitation) that is being defined by the conditions, then those 
conditions or range of conditions must be clear in the clainL 

35U.S.C§102 

The following rejection under 35 U.S.C. § 102 is made under the assumption that the 
effective filing date for the instantly claimed invention is 05/08/2002, which is the actual filing 
date of the instant appUcation. Applicant is advised that the instant application can only receive 
benefit under 35 U.S.C. §120 fi-om an earlier apphcation which meets the requirements of 35 
U.S.C. § 1 12, first paragraph, with respect to the new claimed invention. Because the instant 
appUcation does not meet the requirements of 35 U.S.C. § 1 12, first paragraph, for the reasons 
given above and it is a continuing application of Serial Number 10/006,867, the prior application 
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also does not meet those requirements for the claimed invention and, therefore, is unavailable 
under 35 U.S.C. § 120. 

Claim Rejections - 35 USC§ 102 

The following is a quotation of the appropriate paragraphs of 35 U.S. C. 102 that form the 

basis for the rejections under this section made in this Office action: 
A person shall be entiUed to a patent unless - 

(b) the invention was patented or described in a printed publication in this or a foreign country or in public use or on 
sale in this country, more than one year prior to the date of apphcation for patent in the United States. 

Claims 1-6, 8-10, 14-16 are rejected under 35 U.S.C. 102(b) as being anticipated by 
GenBank Accession AF184971. 

GenBank Accession AFl 84971 teaches a nucleic acid which is 89% identical to SEQ ID 
NO:75 of the instant application and 99.9% identical to nucleic acids 191-1743 (the coding area 
beginning after the signal sequence coding region; see below sequence confiparison). This 
nucleic acid would hybridize according to the limitations of claims 14-16 of the instant 
apphcation. AFl 84971 encodes the protein of SEQ ID NO: 76 lacking its associated signal 
sequence. 

Claim Rejections - 35 USC§ 103 
The following is a quotation of 35 U.S.C. 103(a) which forms the basis for all 

obviousness rejections set forth in this Office action: 

(a) A patent may not be obtained though the invention is not identically disclosed or described as set forth in 
section 102 of this title, if the differences between the subject matter sought to be patented and the prior art are 
such that the subject matter as a whole would have been obvious at the time the invention was made to a person 
having ordinary skill in the art to which said subject matter pertains. Patentabihty shall not be negatived by the 
manner in which the invention was made. 

This application currently names joint inventors. In considering patentability of the 
claims under 35 U.S.C. 103(a), the examiner presumes that the subject matter of the various 
claims was commonly owned at the time any inventions covered therein were made absent any 
evidence to the contrary, Apphcant is advised of the obligation under 37 CFR 1.56 to point out 
the inventor and invention dates of each claim that was not commonly owned at the time a later 
invention was made in order for the examiner to consider the applicability of 35 U.S.C. 103(c) 
and potential 35 U.S.C. 102(e), (f) or (g) prior art under 35 U.S.C. 103(a). 
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Clainis 1-6 and 17-20 rejected under 35 U.S.C. 103(a) as being unpatentable over 
GenBank Accession AF 184971 as applied to claims 1-6 above, and further in view of US 
5,874,561. 

GenBank Accession AFl 84971 does not teach the nucleic acid in a vector or host cell. 

US 5,874,561 teaches in col. 9, lines 15-67, well known and publicly available expression 
vectors and host cells, including E. coli and yeast. It would have been obvious at the time the 
invention was made to have the GenBank nucleic acid in a vector and have the vector in a host 
cell such as E. coli for the well known and routine purpose of nucleic acid amplification for, for 
example, sequencing (col. 10, Unes 66-67), or expression for production of the encoded protein. 



Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Claire M. Kaufman, whose telephone number is (571) 272-0873. 
Dr. Kaufman can generally be reached Monday, Tuesday and Thursday from 8:30AM to 
2:30PM. 

If atten5)ts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor, Tony Caputa, can be reached at (571) 272-0829. 

Any inquiry of a general nature or relating to the status of this application should be 
directed to the Group receptionist whose telephone number is (571) 272-1600. 

Official papers filed by fax should be directed to (571) 272-8300. NOTE: If apphcant 
does submit a paper by fax, the original signed copy should be retained by the applicant or 
applicant's representative. NO DUPLICATE COPIES SHOULD BE SUBMITTED so as to 
avoid the processing of duplicate papers in the Office. 
Claire M. Kaufman, Ph.D. 



Conclusion 




Patent Examiner, Art Unit 1646 
February 3, 2005 



Comparison of GenBank Accession AFl 84971 to SEQ ID NO:75 and 76 

LOCUS AF184971 3485 bp mRNA linear PRI 13-JAN-2000 
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DEFINITION Homo sapiens class II cytokine receptor ZCYT0R7 (ZCYT0R7) mRNA, 

complete cds. 
ACCESSION AF184971 
VERSION AP184971,1 GI : 6013324 

KEYWORDS 

SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 (bases 1 to 3485) 

AUTHORS Lok,S., Kho,C., Jelmberg,A. , Adams, R., Whitmore,T., Farrah,T. and 
O'Hara, P. 

TITLE Homo sapiens cytokine receptor homolog 

JOURNAL Unpub 1 i shed 
REFERENCE 2 (bases 1 to 3485) 

AUTHORS Presnell,S., Gilbert, T. , Whitmore,T., Foster, D., Hart,C., 

Lehner,J., Martinez,T., Hoffman, R. and 0'Hara,P. 
TITLE Direct Submission 

JOURNAL Submitted ( 13 -SEP- 1999) Biomolecular Informatics, ZymoGenetics, 
Inc., 1201 Eastlake Ave. East, Seattle, WA 98102, USA 
FEATURES Location/Qualifiers 
source 1. .3485 

/organism="Homo sapiens" 

/mol_type= "mRNA" 

/db_xref = " dbEST : HI 72 0 1 " 

/db_xref="taxon: 9606" 

/map = " 6q2 2 . 3 3 - q2 3 . 1 " 

/clone="IMAGE: 50416" 
gene 1. .3485 

/gene="ZCyT0R7 " 
CDS 237. .1898 

/gene="ZCYT0R7 " 

/ codon_start=l 

/product=" class II cytokine receptor ZCYTOR7" 
/protein_id= "AAF01320. 1" 
/db_xref="GI : 6013325" 

/translation="MRAPGRPALRPLPLPPLLLLLIiAAPWGRAVPCVSGGLPKPANIT 
FLSINMIOJVLQWTPPEGLCXSVKVTYTVQYFIYGQKKWLNKSECRNINRTYCDLSAETS 
DYEHQYYAKVKAIWGTKCSKWAESGRFYPFLETQIGPPEVALTTDEKSISWLTAPEK 
WKRNPEDLPVSMQQIYSNLKYNVSVLNTKSNRTWSQCVTNHTLVLTWLEPNTLYCVHV 
ESFVPGPPRRAQPSEKQCARTLKDQSSEFKAKIIFWYVLPISITVFLFSVMGYSIYRY 
IHVGKEKHPANLILIYGNEFDKRFFVPAEKIVINFITLNISDDSKISHQDMSLLGKSS 
DVSSLNDPQPSGNLRPPQEEEEVKHLGYASHLMEIFCDSEENTEGTSFTQQESLSRTI 
PPDKTVIEYEYDVRTTDICAGPEEQELSLQEEVSTQGTLLESQAALAVLGPQTLQYSY 
TPQLQDLDPLAQEHTDSEEGPEEEPSTTLVDWDPQTGRLCIPSLSSFDQDSEGCEPSE 
GDGLGEEGLLSRLYEEPAPDRPPGENETYLMQFMEEWGLYVQMEN" 

ORIGIN 



Query Match 89.1%; Score 1552.4; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 1553; Conservative 0; Mismatches 

Qy 

Db 

Qy 

Db 



DB 9; Length 3485; \ 
2; Indels 0; Gaps 0; 



189 ATCACAAATTGGCCCACCAGAGGTGGCACTGACTACAGATGAGAAGTCCATTTCTGTTGT 248 

I IIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIilllllllllllllllllllll 

638 AACACAAATTGGCCCACCAGAGGTGGCACTGACTACAGATGAGAAGTCCATTTCTGTTGT 697 
249 CCTGACAGCTCCAGAGAAGTGGAAGAGAAATCCAGAAGACCTTCCTGTTTCCATGCAACA 3 08 

IMIIIMMIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIMM 

698 CCTGACAGCTCCAGAGAAGTGGAAGAQAAATCCAGAAGACCTTCCTGTTTCCATGCAACA 757 
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Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 



309 AATATACTCCAATCTGAAGTATAACGTGTCTOTGTTGAATACTAAATCAAACAGAAOGTG 368 

llllllllllllllllllllllllllllllllllllllllllllllllllllllilllll 

758 AATATACrCCAATCTGAAGTATAACGTGTCTGTGTTGtf^TACTATATCiT^Cy^^ 817 



369 



428 



GTCCCT^GTGTGTGACCAACCACACGCTGGTGCTCACCTGGCTGGAGCCGAACACTCTTTA 

lllllllllllllllllllllllllllllllllllllllllllllllllllllllllill 

818 GTCCCAGTGTGTGACCa^CCACACGCrGGTGCTCACCrGGCTGGAGCCGAAC^ 877 



429 



488 



CTGCGTACAO^TGGAGTCCTTCGTCCCAGGGCCCCCTCGCCGTGCTCAGCCTTCTGAGAA 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
878 CTGOSTACACGTGGAGTCCTTroTCCCAGGGCCCCCTCGCCXSTGCTCy^GCCT 937 

4 89 GCAGTGTGCCAGGACTTTGAiuVGATCAATCATCAGAGTTCAAOT 548 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
938 GCAGTGTGCCAGGACTTTGAAAGATCAATCATCAGAGTTCAAGGCTAAAATCATCTTCTG 997 

549 GTATGlU'll'GCCCATATCTATTACCGTGTTTCl"ri"il"I'CTGTGATGGGCTATTCCATCTA 608 

lllllllllllllilllllllllllMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM ' 

998 GTATGTTTTGCCCATATCTATTACCGTGTTTCTTTTTTCTGTGATGGGCTATTCCATCTA 1057 



609 



668 



CCGATATATCCACGTTGGCAAAGAGAAACACCCAGCAAATTTGATTTTGATTTATGGAAA 

llllllliMMIIIIIIIIIIilllllllllllllllllllllllllllllllllllll 

1058 CCXSATATATCCACGTTGGCT^GAGAAACACCCAGCy^TTTGATTTTGATTT^ 1117 



669 



728 



TGAATTTGACAAAAGATTCTTTGTGCCTGCTGAAAAAATCGTGATTAACTTTATCA 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIII ' 

1118 TGAATTTGAGAAAAGATTCTTTGTGCCTGCTGAAAAAATCGTGATTAACTTTATCACCCT 1177 



729 



788 



CAATATCTCGGATGATTCTAAAATTTCTCATCAGGATATGAGTTTACTGGGAAAAAGCAG 

llllllllllllllllllllllllilllllllllllllllllllllllllllllllllM 

1178 CAATATCTCGGATGATTCTAAAATTTCTCATCAGGATATGAGTTTACTGGGAAAAAGCAG 1237 
789 TGATGTATCCAGCCTTAATGATCCTCAGCCCAGCGGGAACCrGAGGCCCCCTCAGG 848 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

1238 TGATGTATCCAGCCTTAATGATCCTCAGCCCAGCGGGT^CCTGAGGCCCCCrC^ 1297 
849 AGAGGAGGTGAAACATTTAGGGTATGCTTCGCATTTGATGGAAATTTTTTGTGACT 908 

lllllllilllllllllMMIIIIIIIIIIIIMIIIIIIIIIMMIIIIIIMIIII 

1298 AGAGGAGGTGU^AACATTTAGGGTATGCTTCGCATTTGATGGAAATTTTTTGTG^ 1357 

909 AGAAAACACGGAAGGTACTTCTCTCACCCAGCAAGAGTCCCTCAGCAGAACAATACCCCC 9 68 

llllllllllllllllllllll IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

1358 AGAAAACACGGAAGGTACTTCTTTCACCCAGCAAGAGTCCCTCAGCAGAACA^ 1417 

969 GGATAAAACAGTCATTGAATATGAATATGATGTCAGAACCACTGACATTTGTGCGGGGCC 1028 

llllilllllllllllllllllllllllllMIIIIIIIIIIIIIIIIIIIIIIIIIIII 
1418 GGATAAAACAGTCATTGAATATGAATATGATGTCAGAACCACTGACATTTGTGCGGGGCC 1477 

1029 TGAAGAGCAGGAGCTCAGTTTGCAGGAGGAGGTGTCCT^CACAAGGAACATTAT^ 1088 

MIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIM 

1478 TGAAGAGCAGGAGCrCAGTTTGCAGGAGGAGGTGTCCACACAAGGAACA 1537 
1089 GCAGGCAGCGTTGGCyVGTCTTGGGCCCGCAAACGTrACAGTACrCATACACCCCTCAGCT 1148 

MIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

1538 GCAGGCAGCGTTGGCAGTCTTGGGCCCGCAAAaSTrACAGTACTCATAC^ 1597 
1149 CCAAGACTTAGACCCCCTGGCGCAGGAGCACACAGACTCGGAGGAGGGGCCGGAGGAAGA 1208 

IIIIMIIIIIIIIIIIMIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIMIIMIII 

1598 CCAAGACTTAGACCCCCTGGCGCAGGAGCACACAGACraSGAGGAGGGGCCGGAGGAA^ 1657 
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Qy 1209 GCCyVTOSACGACCCTGGTCGACTGGGATCCCCT^CTGGCAGGCTGTGTATTCCTTaSCr 1268 

illlllllllllllllllllllllllllllllllllllilllllllllllllllllllll 

Db 1658 GCCATGGACGACCCTGGTCGACrGGGATCCCCAAACTGGaVGGCTGTGTAT^ 1717 

Qy 1269 GTCCAGCTTCGACCAGGATTCAGAGGGCTGCGAGCCTTCTGAGGGGGATGGGCT(^^ 1328 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 1718 GTCCAGCTTCGACCAGGATTCAGAGGGCTGaSAGCCrrTCTGAGGGGGATGGGCT 1777 

Qy 1329 GGAGGGTCTTCTATCTAGACTCTATGAGGAGCCGGCTCCAGACAGGCCACCAGGAGAAAA 1388 

MIMIIIIIIIIIIIIIIIIIIIMIIMMIIIIIIIIIIIIIIIIIIIIIIMIIII 

Db 1778 GGAGGGTCrrTCrATCTAGACTCTATGAGGAGCa3GCTC»GACAGGCCACaVGGAGAA 1837 

Qy 1389 TGAAACCTATCTCATGCAATTCATGGAGGAATGGGGGTTATATGTGCAGATGGAAAACTG 1448 

II I II II II II II MUM II II II II II MM I INI II II III I Mil 1 1 II Ml I II 

Db 1838 TGAAACCTATCTCATGCAATTCATGGAGGAATGGGGGTTATATGTGCAGATGGAAAACTG 1897 

Qy 1449 ATGCCAACACTTCCTTTTGCCTTTTGTTTCCTGTGCAAACAAGTGAGTC^ 1508 

IIIIIIIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 1898 ATGCCAACACTTCCITTTGCCTTTTGTTTCCT 1957 

Qy 1509 CCCAGCCATAAAGTACCTGGGATGAAAGAAGTTTTTTCCAGTTTGTCAGTGTCTGTGAGA 1568 

IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIII 

Db 1958 CCCAGCCATAAAGTACCTGGGATGAAAGAAGTTTTTTCCAGTTTGTCAGTGTCTGTGAGA 2017 

Qy 1569 ATTACTTATTTCTTTTCTCTATTCTCATAGCACX3TGTGTGATTGGTTCATC^^ 1628 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIMIIIIMIIIIIIII 

Db 2018 ATTACTTATTTCTTTTCTCTATTCTCATAGCACGTGTGTGATTGGTTCATGCATGTAGGT 2 077 

Qy 1629 CTCTTAAGAATGATGGTGGGCCrCTGGAGTCCAGGGGCTGGCCGGTTGTTCTATGCAGAG 1688 

IIIIIIIIMIIIIIIIIIIMIIIIMIIIIMIIIIIIIIIIMIIIIIIIIIIIMI 

Db 2078 CTCTTAACAATGATGGTGGGCCTCTGGAGTCCAGGGGCTGGCCGGTTGTTCT 2137 

Qy 1689 AAAGCAGTCAATAAATGTTTGCCAGACTGGGTGCAGAATTTATTCAGGTGGGTGT 1743 

llllllllllilllllllllllllllllllllllllllllllllMIIIIIIIII 

Db 2138 AAAGCAGTCT^TAAATGTTTGCCAGACTGGGTGCAGAATTTATTCAGGTGGGTGT 2192 



ID Q9UHF4 PRELIMINARY; PRT; 553 AA. 

AC Q9UHF4 ; 

DT Ol-MAY-2000 (TrEMBLrel . 13, Created) 

DT Ol-MAY-2000 (TrEMBLrel. 13, Last sequence update) 

DT Ol-OCT-2003 (TrEMBLrel, 25, Last annotation update) 

DE Class II cytokine receptor ZCYTOR7 . 

GN ZCYT0R7 . 

OS Homo sapiens (Human) . 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 

OC Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

OX NCBI_TaxID=9606; 

RN [1] 

RP SEQUENCE FROM N.A. 

RA Lok S . , Kho C . , Jelmberg A . , Adams R . , Whitmore T . , Farrah T . , 

RA 0»Hara P. ; 

RT "Homo sapiens cytokine receptor homolog."; 

RL Submitted (OCT-1999) to the EMBL/GenBank/DDBJ databases. 

RN [2] 

RP SEQUENCE FROM N.A. 

RA Presnell S., Gilbert T., Whitmore T., Foster D. , Hart C, Lehner J., 

RA Martinez T., Hoffman R., O'Hara P.; 
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RL Submitted (SEP-1999) to the EMBL/GenBank/DDBJ databases. 

DR EMBL; AF184971; AAF01320.1; 

DR HSSP; P13726; 2HFT. 

DR Genew; HGNC:6003; IL20RA. 

DR GO; GO: 0016021; C: integral to membrane; lEA. 

DR GO; GO: 0004896; F : hematopoiet in/ interferon- class (D200-domain . . .; lEA. 

DR GO; GO: 0004872; F: receptor activity; lEA. 

DR GO; GO: 0007596; P: blood coagulation; lEA. 

DR InterPro; IPR000282; Cytok_receptor_2 . 

DR InterPro; IPR008957; FN_III-like. 

DR InterPro; IPR001187; Tissue_f actor . 

DR Pfam; PF01108; Tissue_fac; 1. 

KW Receptor. 

SQ SEQUENCE 553 AA; 62533 MW; 7C23C8543B114659 CRC64; 



Query Match 94.8%; Score 2203; DB 4; Length 553; 

Best Local Similarity 94,2%; Pred. No. 1.7e-174; 

Matches 423; Conservative 6; Mismatches 6; Indels 14; Gaps 3; 



Ov 


7 


HQRVFKELKLL - - TLCS 1 SSQIGPPEVALTTDEKSI S WLTAPEKWKRN 


53 




II - • • 1 • III * • II 1 1 1 1 1 M 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
II * * - 1 - 1 II * * 1 1 1 1 1 1 1 1 1 1 1 1 1! 1 1 1 t 1 1 II 1 1 1 1 II 1 




Db 


106 


HQ-YYAKVKAIWGTKCSKWAESGRFYPFLETQIGPPEVALTTDEKSISWLTAPEKWKRN 


164 


Qy 


54 


PEDLPVSMQQIYSNLKYNVSVLNTKSNRTWSQCVTNHTLVLTWLEPNTLYCVHVESFVPG 


113 




MIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIillllllllllMIII 




Db 


165 


PEDLPVSMQQIYSNLKYNVSVLNTKSNRTWSQCVTNHTLVLTWLEPNTLYCVHVESFVPG 


224 


Qy 


114 


PPRRAQPSEKQCARTLKDQSSEFKAKIIFWYVLPISITVFLFSVMGYSIYRYIHVGKEKH 


173 




llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


225 


PPRRAQPSEKQCARTLKDQSSEFKAKI I FWYVLPI S ITVFLFSVMGYS I YRYIHVGKEKH 


284 


Qy 


174 


PANLILI YGNEFDKRFFVPAEKI VINFITLNI SDDSKI SHQDMSLLGKSSDVSSLNDPQP 


233 




IIIIIIIIIIHIIIIIIIMIMIIIIIIIIIIMMIIIIIIIMIIMIIMMIII 




Db 


285 


PANLILI YGNEFDKRFFVPAEKIVINFITLNI SDDSKI SHQDMSLLGKSSDVSSLNDPQP 


344 


Qy 


234 


SGNLRPPQEEEEVKHLGYASHLMEI FCDSEENTEGTSLTQQESLSRTI PPDKTVIE YE YD 


293 




lllllllllllllllllllllllllllilllMIIII llllllllllllllllllllll 




Db 


345 


SGNLRPPQEEEEVKHLGYASHLMEI FCDSEENTEGTSFTQQESLSRTI PPDKTVIEYEYD 


404 


Qy 


294 


VRTTDICAGPEEQELSLQEEVSTQGTLLESQAALAVLGPQTLQYSYTPQLQDLDPLAQEH 


353 




IIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIIMIIIII 




Db 


405 


VRTTDICAGPEEQELSLQEEVSTQGTLLESQAALAVLGPQTLQYSYTPQLQDLDPLAQEH 


464 


Qy 


354 


TDSEEGPEEEPSTTLVDWDPQTGRLCIPSLSSFDQDSEGCEPSEGDGLGEEGLLSRLYEE 


413 




IIIIIIIIMIIIIIIIII llllllllllllllllllllll Mill llllll II III! II 




Db 


465 


TDSEEGPEEEPSTTLVDWDPQTGRLCIPSLSSFDQDSEGCEPSEGDGLGEEGLLSRLYEE 


524 


Qy 


414 


PAPDRPPGENETYLMQFMEEWGLYVQMEN 442 








IIIIIMIIMIIIIIIIIIIIIIIIIII 




Db 


525 


PAPDRPPGENETYLMQFMEEWGLYVQMEN 553 
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